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INTRODUCTION

The COVID-19 pandemic underscored the critical need for rapid, standardized assessment of antiviral efficacy. Most clinical trials assess
antiviral efficacy by tracking Ct values from RT-PCR detection on nasopharyngeal samples collected over time. However, variations in viral load
due to sample quality and differences in extraction platforms introduce inconsistencies, emphasizing the need for standardized
measurements. To overcome these limitations, the VIRVOLT network was set up to ensure that viral load results are comparable across
Europe, regardless of the laboratory.
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The viral loads from each lab were compared to those from CNR —
Lyon lab., and expressed as SC2 cp/10,000 cells or SC2 cp/ml. Without standardization, only 64% of samples show comparable

Acceptance criteria (inter-lab consensus) are : quantification, as RNA and DNA yields are differently affected by
* 0.35 log,, for sample with Ct < 30 extraction efficiency. With our process, consistency improves to
* 0.65 log,, for lower viral load with Ct > 30. >90%, ensuring reliable viral quantification.

CONCLUSION

VIRVOLT addresses key challenges in establishing a sustainable transnational virology lab network in Europe. Designed for continuous
readiness, it enables rapid activation and cross-border monitoring of antiviral effectiveness during clinical trials.



